Abstract: Electrophoretic allozyme analysis was performed on the stygobite amphipods Niphargus rh enorhodanensis collected from the sediments of four locations, three on the River Rhone and one on its tributary, the River Ain. Six enzymes, encoded by seven presumptive loci, were examined. Four loci were monomorphic, while three were poly morphic, with three alleles segregating at the AO, GPI and EST loci.
Introduction
Patterns of geographic vanatlOn in allele frequencies within a species may provide valuable information to understand the genetic relationships among populations and the mechanisms by which they come about. Additionally, SLATKIN'S (1985) quantitative method provides information on population structure, by quantifying degrees of isolation for each population or group of populations.
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